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Anna Kuta?, Gareth Banks', Nick Parkinson', Mohamed Mohideen Quwailid*, Elizabeth M.C. Fisher*
‘Institute of Neurology, Queens Square, London, MRC Functional Genetics Unit, Department of
Physiology, Anatomy, and Genetics, University of Oxford, *"MRC Mammalian Genetics Unit, Medical
Research Council, OX11 ORD, Harwell, Oxfordshire, UK

P79 DEAFNESS MOUSE MUTANTS WITH HAIR CELL IMPAIRED CALCIUM-SIGNALING
GENERATED BY THE RIKEN ENU MUTAGENESIS PROGRAM
Osamu Minowa, Maki Inoue, Hiromi Motegi, Hideaki Toki, Yoshiyuki Sakuraba, Shigeharu Wakana, Yoichi
Gondo, Toshihiko Shiroishi, Tetsuo Noda
RIKEN GSC

P80 THE JACKSON LABORATORY REPOSITORY: RESOURCE FOR INDUCIBLE AND
CONDITIONAL MUTATION MOUSE STRAINS FOR MODELING HUMAN DISEASE
David Bergstrom, Bo Chang, Muriel Davisson, Leah Rae Donahue, Ken Johnson, Cathy Lutz, Steve
Murray, Laura Reinholdt, Mike Sasner, Steve Rockwood and the Repository Team
The Jackson Laboratory

P81 A MOUSE MODEL FOR JUVENILE HYDROCEPHALUS
Elena A. Glick, Oliver K. Appelbe, Jenniffer R. Ramalie, Ekaterina Y. Steshina and Jennifer V. Schmidt
University of lllinois at Chicago, Chicago, IL USA

P82 GENE TARGETING IN C57BL/6 ES CELL LINES: EFFECTS OF GENETIC VARIATION
AND CHROMOSOMAL INSTABILITY
Elizabeth Hughes', Yun Yan Qu', Suzanne Genik’, Robert Lyons*®, Christopher Pacheco’, Andrew
Lieberman®, Linda Samuelson™®, Igor Nasonkin®, Sally Camper*®’, Margaret Van Keuren', Thomas
Saunders**
‘Transgenic Animal Model Core, °DNA Sequencing Core, *Dept. of Biological Chemistry, ‘Dept. of
Pathology, 'Dept. of Molecular and Integrative Physiology, °Dept. of Human Genetics, '‘Dept. of Internal
Medicine, University of Michigan Medical School, Ann Arbor, Ml 48109, USA

P83 MOUSE EMBRYO/SPERM BANK AT THE CENTER FOR ANIMAL RESOURCES AND
DEVELOPMENT (CARD), KUMAMOTO UNIVERSITY
Naomi Nakagata, Takehito Kaneko, Yukie Haruguchi, Tomoko Kondo, Hiromi Machida, Kiyoko Fukumoto,
Yoshiko Nakagawa, Mika Koga, Shuuji Tsuchiyama, Naoko Nakamura, Satomi Yoshizumi, Mari Koga,
Toru Urano and Ken-ichi Yamamura
Center for Animal Resources and Development (CARD), Kumamoto University,Japan

P84 NOVEL MOUSE MODELS OF DIABETES MELLITUS GENERATED BY THE RIKEN ENU
MUTAGENESIS PROJECT
Maki Inoue, Hiromi Motegi, Yoshiyuki Sakuraba, Hideaki Toki, Shigeharu, Wakana, Yoichi Gondo, Osamu
Minowa, Toshihiko Shiroishi, Tetsuo Noda
Riken GSC
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A NOVEL PHEX MUTATION WITH DEFECTIVE GLYCOSYLATION CAUSES
HYPOPHOSPHATEMIA AND RICKETS IN MICE

Xiwen Xiong, Xiang Gao

Model Animal Research Center, Nanjing University

A BREEDING SCHEME FOR THE FUNCTIONAL ANALYSIS OF THE MOUSE X
CHROMOSOME

Frank J Probst, Andrew S Salinger, Monica J Justice

Department of Molecular and Human Genetics, Baylor College of Medicine

CHARACTERIZATION AND MAPPING OF BARTHEZ, A NEW MOUSE MUTATION WITH
A COMPLEX PHENOTYPE THAT INCLUDES ALOPECIA

Fernando Benavides!, Jimi Lynn Brandon', Carlos Quintanilla’, Carlos Perez', Kirstin Barnhart’, Isabelle
Aubin®, Jean Jaubert J°, Jean-Louis Guenet’, Irma Gimenez-Conti*, Claudio Conti*

‘Department of Carcinogenesis, MD Anderson Cancer Center, Smithville, TX, USA. *Michael Keeling
Center for Comparative Medicine and Research, MD Anderson Cancer Center, Bastrop, TX, USA. *Unite
de Genetique Fonctionnelle de la Souris, Institut Pasteur, Paris, France

ENU-INDUCED RANDOM MUTAGENESIS SCREEN FOR IMMUNE OR ALLERGIC
DISEASE MODEL IN THE MOUSE

Takuwa Yasuda, Hisahiro Yoshida

Laboratory for Immunogenetics, Research Center for Allergy and Immunology (RCAI), RIKEN Yokohama
Institute

ICST IS A MOUSE MODEL FOR GLAUCOMA

Sally H. Cross', Lisa McKie', Katrine West', M. Cosma’, A. L. Kearney?, Simon W. M. John*® and lan J.
Jackson*

'Medical and Developmental Genetics Section, MRC Human Genetics Unit, Edinburgh, UK; *The Jackson
Laboratory, Bar Harbor, ME, USA; *Howard Hughes Medical Institute, The Jackson Laboratory, Bar
Harbor, ME, USA

EGTC, DATABASE FOR THE EXCHANGEABLE GENE TRAP CLONES; RESOURCE OF
MOUSE AND ES CELL LINES FOR THE FUNCTIONAL ABALYSIS OF THE MOUSE
GENOME

Masatake Araki*, Kimi Araki', Kumiko Yoshinobu', Kyoko Haruna®®, Yumi Sakumura®>® and Ken-ichi
Yamamura®®

YIRDA, Kumamoto University, 2IMEG, Kumamoto University, *TransGenic Inc.

THE MASK MUTATION REVEALS THE FUNCTION OF TRANSMEMBRANE SERINE
PROTEASE 6 (TMPRSS6), WHICH REGULATES HEPCIDIN AND CONTROLS
ABSORPTION OF DIETARY IRON

Xin Dut, Terri Gelbart?, Pauline Lee?, Ellen She®, Navjiwvan Mann', Sosathya Sovath', Ernest Beutler?,
Bruce Beutler!

‘The department of Genetics, *The department of Molecular and Experimental Medicine, The Scripps
Research Institute, 10550 N. Torrey Pines Rd., La Jolla, CA 92037, USA; ®°New England Fertility Institute,
1275 Summer Street, Stamford, CT 06905, USA

A DOMINANT-NEGATIVE MUTATION IN GDF5 GENERATED BY ENU MUTAGENESIS
IMPAIRS JOINT FORMATION AND CAUSES OSTEOARTHRITIS (OA): A NOVEL
MOUSE MODEL FOR OA

Tatsuya Furuichi*, Hiroshi Masuya’, Keiichiro Nishida®, Gen Nishimura®, Hidehiko Kawabata®, Shigeharu
Wakana’, Toshihiko Shiroishi? and Shiro lkegawa*

'RIKEN SNP Research Center, ‘RIKEN Genomic Sciences Center, *Okayama University, *Tokyo
Metropolitan Kiyose Children's Hospital, *Osaka Medical Center and Research Institute for Maternal and
Child Health
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P93 A NOVEL PTGIS GENE MUTATION SPONTANEOUSLY FOUND IN AN ICR CLOSED
COLONY MOUSE
Yumika Yamauchi, Shuji Takabayashi, Hideki Katou
Institute for Experimental Animals, Hamamatsu University School of Medicine

P94 G3 RECESSIVE SCREENS FOR LOCI CONTROLLING MOUSE DEVELOPMENT
Debora Bogani*, Pam Siggers', Nick Warr!, Marie Cormack?, Sian Polley’ & Andy Greenfield"
‘Mammalian Genetics Unit, MRC Harwell, Didcot, Oxfordshire OX11 ORD, UK, *Mary Lyon Centre, MRC
Harwell, Didcot, Oxfordshire OX11 ORD, UK

P95 A NOVEL SPONTANEOUS STERILE MOUSE THAT WAS FOUND IN ICR CLOSED
COLONY IS CAUSED BY SMC1B GENE MUTATION.
Shuji Takabayashi*, Yumika Yamauchi', Jiro Kimura', Motoko Noguchi* and Hideki Katoh'
'Institute for Experimental Animals, Hamamatsu University School of Medicine, *Department of Biological Science

P96 CHARACTERIZATION OF A NEW DWARFING MUTATION, PEEWEE, IN THE MOUSE
Bokryeon Lee!, Kiyoshi Kano', Sachi Kume!, Takuma Shimaoka', James Young?, Pasty Nishina?, Jurgen
Naggert’, Simon John?, Kunihiko Naito*

‘Lab. of Applied Genetics, Dep. of Animal Resource Sciences, Graduate School of Agricultural and Life
Sciences, Univ. of Tokyo, *The Jackson Laboratory

P97 SEARCHING FOR SOD1 ALS MODIFIERS IN THE MOUSE
Abraham Acevedo-Arozena?, Claire Rowel and Elizabeth M Fisher?
‘MRC Mammalian Genetics Unit, Harwell, UK, *Department of Neurodegenerative Disease, Institute of
Neurology, University College, London, UK

P98 IDENTIFYING GENES THAT MODIFY HUNTINGTON'’S DISEASE IN THE MOUSE
Abraham Acevedo-Arozena!, Silvia Corrochano', Gemma Frake', David C Rubinsztein’ and Steve DM
Brown*

*MRC Mammalian Genetics Unit, Harwell, UK, *Department of Medical Genetics, Cambridge Institute of
Medical Research, Cambridge Univeristy, UK

P99 NMR BASED METABOLIC DISEASE MODEL MOUSE SCREENING IN ENU
MUTAGENESIS PROGRAM
Hiromi Motegi*, Yuuri Tsuboi’, Jun Kikuchi®**®, Takashi Hirayama**®, Shigeharu Wakana', Toshihiko
Shiroishi*®, Yoichi Gondo*, Tetsuo Noda"’
‘RIKEN GSC, °RIKEN Environmental Mol. Biol., °*RIKEN PSC, “Yokohama City Univ., °CREST, °National
Institute of Genetics, ‘Cancer Institute, JFCR

P100 DEVELOPMENT OF DATABASE FOR EXPERIMENTAL PARAMETERS OF
REPRODUCTIVE TECHNOLOGIES
Hideki Kaneda?, Hiroshi Masuya', Kenji Mochida®, Atsuo Ogura®, Toshihiko Shiroishi*, Naomi Nakagata®,
Ken-ichi Yamamura®, Yuichi Obata’ and Shigeharu Wakana*
'RIKEN GSC, *RIKEN BRC, *CARD Kumamoto University, ‘IMEG, Kumamoto University

P101 MUTANT MODELS FOR ESOPHAGEAL CARCINOGENESIS IN RIKEN MOUSE ENU-
MUTAGENESIS PROJECT
Hideaki Toki*, Yuriko Saiki®, Noriko Yamamoto®, Yoshiyuki Sakuraba?®, Hiromi Motegi', Maki Inoue', Hideki
Kaneda', Osamu Minowa', Shigeharu Wakana', Yoichi Gondo?, Toshihiko Shiroishi**, Tetsuo Noda™*
*Mouse Functional Genomics Research Group, RIKEN GSC, *Population and Quantitative Genomics
Team, RIKEN GSC, °The Cancer Institute of Japanese Foundation For Cancer Research, ‘National
Institute of Genetics
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ANALYZING MULTIPLE MOUSE LINES POSSESSING POINT MUTATION ON BETA-
CATENIN (CTNNB1) GENE

Takuya Murata, Kumiko Karouji, Ai Nakahara, Taichi Yamaguchi, Emi Nakayama, Norie Uemura,
Yoshiyuki Sakuraba, Ryuutaro Fukumura, Hideki Kaneda, Shigeharu Wakana, Tetsuo Noda, Toshihiko
Shiroishi, Yoichi Gondo

Functional Genomics Research Group, RIKEN Genomic Science Center, 1-7-22 Suehiro-Cho Tsurumi-
Ku, Yokohama 230-0045, Japan

RIKEN BRC TO ESTABLISH MOUSE RESOURCES OF THE HIGHEST GLOBAL
STANDARDS

Atsushi Yoshiki, Fumio lke, Noriko Hiraiwa, Hatsumi Nakata, Kazuyuki Mekada, Yasuyuki Kitaura, Keiji
Mochida, Masayo Kadota, Ayumi Murakami, Maiko Fujita, Megumi Ohkawa, Atsuo Ogura, Kuniya Abe,
Kazuo Moriwaki, Yuichi Obata

RIKEN BRC

EVALUATION OF ENU-INDUCED MUTATION SCREENING SYSTEM BY NON-
FLUORESCENT TILLING METHOD

Ryutaro Fukumura, Yoshiyuki Sakuraba, Naomi Fujimoto, Takuya Murata, Shigeharu Wakana, Tetsuo
Noda, Toshihiko Shiroishi, Yoichi Gondo

Functional Genomics Research Group, RIKEN Genomic Sciences Center

ESTABLISHMENT OF EMBRYONIC STEM CELL LINES DERIVED FROM MSM/MS
STRAIN ORIGINATED FROM MUS MUSCULUS MOLOSSINUS.

Kimi Araki*, Naoki Takeda? Atsushi Yoshiki’, Gen Yamada?®, Naomi Nakagata?, Toshihiko Shiroishi*, Kazuo
Moriwaki®* and Ken-ichi Yamamura®

'IMEG, Kumamoto Univ., 2IRDA, Kumamoto Univ., *Riken Bioresourse Center, ‘National Institute of
Genetics.

ENU-BASED GENE-DRIVEN MUTAGENESIS IN THE MOUSE: MUTATIONS IN
CODING/NONCODING AND TRANSCRIBED/NONTRANSCRIBED SEQUENCES

Yoshiyuki Sakuraba, Ryo Takahasi, Ryutaro Fukumura, Takuya Murata, Shigeru Makino, Naomi Fujimoto,
Keiko Tsuchihashi, Hiroshi Masuya, Hideki Kaneda, Osamu Minowa, Shigeharu Wakana, Tetsuo Noda,
Toshihiko Shiroishi, Yoichi Gondo

RIKEN GSC

HAIR MORPHOLOGICAL MUTANTS GENERATED IN THE RIKEN MUTAGENESIS PROJECT
Miura I*, Tanaka S?, Yokoyama H*, Shinogi A*, Kobayashi K, Kaneda H*, Toyoda T*, Yoshiki A°, Yonekawa
H*, Kikkawa Y°®, Kunieda T°, Tamura M?, Masuya H*, Wakana S*, Shiroishi T*?

'RIKEN GSC, °National Institute of Genetics, *RIKEN BRC, ‘“The Tokyo Metropolitan institute of Medical
Science, *Tokyo University of Agriculture, °Okayama University

S1-3/P108 IDENTIFICATION OF A NOVEL LOSS-OF-FUNCTION MISSENSE MUTATION IN

P109

THE RANKL GENE USING ENU MUTAGENESIS
Eleni Douni, Eleni Makrinou and George Kollias
Biomedical Sciences Research Center Alexander Fleming

IDENTIFICATION OF GENETIC MODIFIERS USING RANDOM MUTAGENESIS IN
MODELED RHEUMATOID ARTHRITIS AND INFLAMMATORY BOWEL DISEASE

Eleni Douni, Eleni Makrinou and George Kollias

Biomedical Sciences Research Center Alexander Fleming
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ESTABLISHMENT OF ENU-INDUCED DOMINANTLY INHERITED RETINAL
DEGENERATION IN MICE

Tomohiro Suzukit, Hajime Sato®, Kyoko lkeda', Hiroshi Masuya', Haruka Yokoyama', Hideki Kaneda*, Ikuo
Miura', Kimio Kobayashi', Yoichi Gondo', Tetsuo Noda', Koji Nishida’, Shigeharu Wakana', Toshihiko
Shiroishi

'RIKEN GSC, *Department of Ophthalmology and Visual Science, Tohoku University Graduate School of
Medicine

MICE OF ALL TYPES: INTEGRATING PHENOTYPIC DATA FOR SCREENS, MODELS,
AND COMPLEX GENOTYPES

Janan Eppig, Cynthia Smith, Susan Bello, Howard Dene, Anna Anagnostopoulos, Monika Tomczuk,
Hiroaki Onda, Jill Lewis, James Kadin

The Jackson Laboratory

WHERE IN THE WORLD? USING IMSR TO FIND MOUSE RESOURCES
Janan Eppig, Beverly Richards-Smith, Peter Frost, Sharon Cousins, Mark Airey
The Jackson Laboratory

EXAMINATION OF THE SPATIAL AND TEMPORAL EXPRESSION OF SICKLE TAIL
(SKT) GENE IN NOTOCHORDAL CELLS.

Kei Semba*?, Takashi Andou'?, Kyushima Fumie®?, Hiroshi Mizuta?, Masatake Araki’, Kuniya Abe*, Kimi
Araki', and Ken-ichi Yamamura*

‘Developmental Genetics, IMEG, Kumamoto University, *Orthopaedic and Neuro-Musculoskeletal
Surgery, Kumamoto University, *Bioinformatics, IRDA, Kumamoto University, ‘BioResource Center, RIKEN

GENE-DRIVEN SCREEN OF AN ENU ARCHIVE OF MOUSE DNA AND SPERM.

Zuzanna Tymowska-Lalanne, Mohamed Mohideen Quwailid, Anne Southwell, Debra Brooker, Sian Polley,
Amanda Pickard, Martin Fray, Emma Coghill, Roger D. Cox, Paul Denny and Steve D.M. Brown.

MRC Mammalian Genetics Unit, Medical Research Council, Harwell, Oxfordshire OX11 ORD, UK.

AN E3 UBIQUITIN LIGASE, RNF41, IS ASSOCIATED WITH ANXIETY-LIKE BEHAVIOR,
MAJOR DEPRESSION, AND BETA-CARBOLINE-INDUCED SEIZURE

S. Kim', S. Zhang', K. Choi’, R. Reister', A. F. Baykiz' and H. K. Gershenfeld"*

'Dept. of Psychiatry, Univ. of Texas Southwestern Medical Center, Dallas, Texas 75390-9070, *Stanley
Laboratory of Brain Research, Rockville, MD 20850, °Dept. Integrative Biology, Univ. of Texas
Southwestern Medical Center, Dallas, Texas 75390-9070

PROTEOMIC ANALYSIS REVEALS MITOCHONDRIAL DYSFUNCTION IN
NEURODEGENERATION-PRONE MICE LACKING MAHOGUNIN RING FINGER-1
Kaihua Sun and Teresa M. Gunn

Department of Biomedical Sciences, Cornell University, Ithaca, NY 14853

EFFECT OF FLUOXETINE ON THE BEHAVIOR OF MICE WITH ANXIOUS DEPRESSION
UNDER PREVENTIVE AND THERAPEUTICAL ADMINISTRATION
Irina L. Kovalenko, Damira F. Avgustinovich, Nataliya N. Kudryavtseva

CHROMOSOMAL ASSIGNMENT OF QTLs INFLUENCING MOUSE ANXIETY-RELATED
BEHAVIOR IN THE MODIFIED HOLE BOARD USING CONSOMICS

Marijke C. Laarakker, Frauke Ohl, and Hein A. van Lith

Department of Animals, Science & Society, Division of Laboratory Animal Science, Utrecht University,
Utrecht, The Netherlands & Rudolf Magnus Institute of Neuroscience, Utrecht, The Netherlands
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GENETIC DISSECTION OF MOUSE ANXIETY-RELATED BEHAVIOR

Marijke C. Laarakker, Frauke Ohl, and Hein A. van Lith

Department of Animals, Science & Society, Division of Laboratory Animal Science, Utrecht University,
Utrecht, The Netherlands & Rudolf Magnus Institute of Neuroscience, Utrecht, The Netherlands

A GENETIC ANALYSIS OF ENU INDUCED MOUSE MUTANT THAT SHOWS ADHD LIKE
BEHAVIOURAL PHENOTYPES

Tamio Furuse!, Yumiko Wada', Hiroshi Masuya', lkuo Miura', Tomoko Kushida', Tomoyuki Kanda’, Ryo
Hirosse?, Shinichiro Toki?, Yoko Shibukawa', Ikuko Yamada', Hideki Sezutsu', Hideki Kaneda', Kimio
Kobayashi*, Shigeki Yuasa®, Shigeharu Wakana*, Toshihiko Shiroishi*

'RIKEN genomic science center, °’Kyowahakkokyogo Co., LTD., *Department of Ultrastructural Research,
National Institute of Neuroscience, National Center of Neurology and Psychiatry

MUTATION OF THE NADPH OXIDASE COMPONENT, P22PHOX/NMF333, RESULTS IN
BOTH IMMUNOLOGICAL AND VESTIBULAR DEFICITS

David Bergstrom*, Yoko Nakano?, Chantal Longo-Guess®, William Nauseef?, and Botond Banfi’

‘The Jackson Laboratory, Bar Harbor, ME USA; *The University of lowa, lowa City, IA USA

ANALYSES ON LEARNING AND MEMORY IN MICE CARRYING mtDNA WITH A LARGE-
SCALE DELETION.

Daisuke Tanaka', Atsuko Kasahara?, Keizo Takao®*, Tsuyoshi Miyakawa®‘, Kazuto Nakada“* and Jyun-
Ichi Hayashi*

'Grad. Life. and Environ. Science, Univ. of Tsukuba, *TARA, Univ. of Tsukuba, *Grad. Sch. Med., Kyoto
Univ. “ICMS, Fuijita Health Univ.

SYSTEMATIC ANALYSIS OF BEHAVIORAL TRAITS USING CONSOMIC MOUSE
STRAINS ESTABLISHED FROM C57BL/6J AND WILD-DERIVED MSM

Aki Takahashit, Akinori Nishi', Ayako Ishii**, Toshihiko Shiroishi**, and Tsuyoshi Koide"*

‘Mouse Genomics Resource Laboratory and *Mammalian Genetics Laboratory, National Institute of
Genetics, Mishima, Japan. *SOKENDAI, Kanagawa, Japan.

MODELING PARKINSON'S DISEASE IN MICE
Deborah Cabin, Dan Zou, Leah Schwandt
McLaughlin Research Institute

MRNA-LIKE NON-CODING RNAs INVOLVED IN CELL FATE SPECIFICATION OF
NEURONAL STEM CELLS

Shiro Tochitani*?, Tsugumi Kawashima®, Shohei Noma?, Mami Kishima?, Kengo Hayashida® Chihiro
Sakaba’, Eriko Shibazaki'?, Yoshihide Hayashizaki"**

'RNA Resource Exploration Lab., FRS, “Genome Exploration Research Group, GSC, *Genome Science
Lab., DRI, RIKEN

TRANSCRIPTOME PROFILES OF A SMALL NUMBER OF IDENTIFIED NEURONS BY
COMBINING LASER CAPTURE MICRODISSECTION AND nanoCAGE-ILLUMINA-
SOLEXA TECHNOLOGY.

Roberto Simone!, Christina Vlachouli*, Dejan Lazarevic', Pascarella Giovanni', Charles Plessy?, Yoshihide
Hayashizaki®, Piero Carninci* and Stefano Gustincich®

The Giovanni Armenise-Harvard Foundation Laboratory, Sector of Neurobiology, ISAS International
School of Advanced Studies- Area Science Park ss14 Km 163.5 - 34012 Basovizza(Trieste), Italy, °RIKEN
Genome Science Laboratory - Wako, Saitama, *Genome Exploration Research Group (GSC) RIKEN
Yokohama Institute
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P127 GENETIC DETERMINATION OF LEPTIN, ADIPONECTIN, INSULIN AND IGF-1 LEVELS
IN THE BERLIN FAT MOUSE INBRED 860 LINE
Claudia Hantschel, Asja Wagener, Christina Neuschl, Armin O. Schmitt, Gudrun A. Brockmann
Breeding Biology and Molecular Genetics, Humboldt-University of Berlin

P128 CONSOMIC STRAINS AS A TOOL FOR DISSECTION OF REGULATORY NETWORKS
Robert lvanek', Sona Gregorova', Petr Divina', Vladana Fotopulosova', Rolf Herwig®, Leah Donahue®, Bev
Paigen®, Marie-Laure Yaspo®, Hans Lehrach® and Jiri Forejt*

Institute of Molecular Genetics, Department of Mouse Molecular Genetics, Academy of Sciences of the
Czech Republic, Videnska 1083, 142 20 Prague 4, Czech Republic; ?Max-Planck-Institute for Molecular
Genetics, Department of Vertebrate Genomics, Ihnestraf3

P129 EFFECTS OF COMPLETE DEFICIENCY AND C-TERMINAL DELETION OF ADAMTS13
ON HEMOSTATIC FUNCTION IN MICE
Fumiaki Banno', Koichi Kokame', Tomohiko Okuda', Shigenori Honda', Shigeki Miyata’, Hisashi Kato®,
Yoshiaki Tomiyama®, and Toshiyuki Miyata*
‘National Cardiovascular Center Research Institute, ’National Cardiovascular Center, *Graduate School of
Medicine, Osaka University

P130 GENOME-WIDE SEARCH FOR GENES WHICH MODULATE INFLAMMATORY
ARTHRITIS CAUSED BY ALI18 MUTATION IN MICE
Koichiro Abe*, Matthias Klaften?, Thilo Jakob® Akira Narital, Kenji Imai*, Isabel Rubio-Aliaga®, Sibylle
Wagner?, Martin Hrabe de Angelis’
‘Tokai University Medical School, ’GSF National Research Center, *University Medical Center Freiburg,
*Technical University of Munich

P131 REVERSE GENETIC STUDIES ON PATHOGENESES OF MITOCHONDRIA-RELATED
MALE INFERTILITY
Kazuto Nakada®?, Akitsugu Sato*, Jun-Ichi Hayashi*
'Grad. School of Life and Environ. Sci., Univ. of Tsukuba; “TARA Center, Univ. of Tsukuba

P132 A COMPREHENSIVE QTL ANALYSIS ON THE SERUM CHOLESTEROL LEVEL
BEFORE AND AFTER A HIGH-CHOLESTEROL DIET IN SHRSP
Yuji Harada!, Tomoji Mashimo?, Hiroshi Ogawa®, Zong-Hu Cui', Kohei Kawakami®, Junichi Masuda®, Yukio
Yamori*, Toru Nabika®
'Shimane University School of Medicine, *Kyoto University Graduate School of Medicine, *Kinki University
School of Medicine, ‘Mukogawa Women's University

P133 FINE MAPPING OF ADIPOSITY QTL ON MOUSE PROXIMAL CHROMOSOME 2 BY
SUBCONGENIC ANALYSIS
Md. Bazlur Rahman Mollah and Akira Ishikawa
Laboratory of Animal Genetics, Graduate School of Bioagricultural Sciences, Nagoya University, Japan

P134 MEIOTIC ARREST IN MALES OF THE B6.CHRXMSM CONSOMIC STRAIN
Ayako Oka*?, Yuki Takada®, Haruhiko Koseki®, Akihiko Mita*, Kazuo Moriwaki* and Toshihiko Shiroishi?
Transdisciplinary Research Integration Center, Tokyo, Japan, *National Institute of Genetics, Mishima,
Japan,
°‘RIKEN Research Center for Allegy and Immunology, Yokohama, Japan, ‘RIKEN BioResource Center,
Tsukuba, Japan

P135 GENETIC SUSCEPTIBILITY TO PORPHYROMONAS GINGIVALIS-INDUCED ALVEOLAR
BONE LOSS IN MICE
Yael Houri-Haddad", Ervin Weiss', Ali. Wilensky’ & Fuad A. Iragi®
'Department of Prosthodontics and *Periodontology Hadassah Medical Center, Israel. *Deptartment of
Microbiology, Tel Aviv University, Israel
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GENETIC DISSECTION OF QUANTITATIVE TRAIT LOCI AFFECTING MULTIPLE
PHENOTYPES IN HETEROGENEOUS STOCK MICE

William Valdar, Jen Taylor, Binnaz Yalcin, Richard Mott, Jonathan Flint

Oxford University, UK

EXPRESSION OF PLA2G2A PREVENTS TUMORIGENESIS IN AZOXYMETHANE-
TREATED C57BL/6 MICE; GENE EXPRESSION STUDIES REVEAL PLA2G2A TARGET
GENES IN MOUSE COLON

Remond J.A. Fijneman’, Lindsey K. Bade?®, Johannes R. Peham’, Mark A. van de Wiel', Victor W.M. van
Hinsbergh', Gerrit A. Meijer!, Michael G. O Sullivan® and Robert T. Cormier?

WU University Medical Center, Amsterdam, Netherlands; *University of Minnesota Medical School,
Duluth, Minnesota; *University of Minnesota College of Veterinary Medicine

IDENTIFICATION OF A NEONATAL GROWTH GENE CANDIDATE USING INTEGRATIVE
GENOMICS

Palaniappan Ramanathan, lan Martin, Peter Thomson, Christopher Moran, Peter Williamson

Centre for Advanced Technologies in Animal Genetics and Reproduction, Faculty of Veterinary Science,
University of Sydney

GENETIC DISSECTION OF AN ICR CLOSED COLONY OF THE MOUSE
Hideki Katoh, Jiro Kimura, Tetsu Nishikawa and Shuji Takabayashi
Institute for Experimental Animals, Hamamatsu University School of Medicine

HIGH-RESOLUTION FULL COLOR DIGITAL MOUSE ANATOMY BY THREE-
DIMENSIONAL INTERNAL STRUCTURE MICROSCOPY

Hideo Yokota*?, Nobunori Kakusho?, Kazuyuki Mekada®, Ayumi Murakami®, Sakiko Nakamura', Masao Ito*,
Kiwamu Kase'?, Satoshi Oota®, Kaoru Fukami-Kobayashi®, Hiroshi Masuya‘, S Wakana“, K Moriwaki®, T
Shiroishi*®, R Himeno', Y Obata® and A Yoshiki®

'RIKEN Computational Biomechanics Unit, ‘RIKEN VCAD System Research, *RIKEN BRC, ‘RIKEN GSC,
°*Nation Institute of Genetics

LYMPHOMA SUSCEPTIBILITY AFFECTS THE DEVELOPMENT OF CLONALLY
GROWING PRE-LYMPHOMA CELLS

Ryo kominami, Takashi Yamamoto,Yoshinori Katsuragi,Satoshi Hirose

Center for Transdisciplinary Research

FINE MAPPING OF AHL3 AFFECTING BOTH AGE-RELATED AND NOISE-INDUCED
HEARING LOSS

Yuka Morita,Sachiko Hirokawa, Hitoshi Okumura,Yoshiaki Kikkawa,Hiromichi Yonekawa, Ryo Kominami
Tokyo University of Agriculture, The Tokyo Metropolitan

GENOMIC COPY NUMBER AND EXPRESSION VARIATION WITHIN THE C57BL/6J
INBRED MOUSE STRAIN

Dawn Watkins-Chow and William J Pavan

National Human Genome Research Institute, NIH

FINE MAPPING OF LOCI THAT MODIFY SUSCEPTIBILITY TO N-METHYL-N-
NITROSOUREA (MNU)-INDUCED T-CELL TUMORS

Joe M. Angel
The University of Texas M.D. Anderson Cancer Center, Science Park-Research Division, Smithville, TX U.S.A.
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